Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.038; wR factor = 0.106; data-to-parameter ratio = 10.1.
In the title salt, C 8 H 12 N + ÁC 7 H 5 O 3 À , the cation is disordered over two orientations with site occupancies of 0.565 (7) and 0.435 (7). In the anion, the carboxylate group makes the dihedral angle of 4.19 (18) with the benzene ring. In the crystal, the ions are connected by N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 
The title salt was synthesized from the starting materials of 2-phenylethylamine (1.26 g) and 4-hydroxybenzoic acid (1.38 g) taken in methanol:water mixed solvent system. Single crystals suitable for X-ray diffraction were grown by slow evaporation.
Refinement
The H atoms were positioned geometrically with C-H = 0.93-0.97 Å O-H = 0.82 Å and N-H = 0.89 Å and allowed to ride on their parent atoms, with 1.2U eq (C) and U iso (H) = 1.5U eq (O,N). The cation is oriented over two sites with occupancies 0.565 (7) and 0.435 (7). During refinement, the same distance restraint (SADI 0.01) was applied to the following pairs of bonds: C13-C14 and C13A-C14A, C8-C13 and C8A-C13A, C14-C15 and C14A-C15A, and C15-N1 and C15A-N1A. The anisotropic displacement parameters of C11 and C12 were restrained with the DELU 0.01 instruction. Two reflections, i.e. (1 1 0) and (0 2 0), were omitted from the final cycles of refinement owing to poor agreement.
Computing details
Data collection: APEX2 ( Figure 1 The molecular structure of (I), with atom labels and 30% probability displacement ellipsoids for non-H atoms.
supplementary materials
Figure 2 The packing of (I), viewed down c axis. Hydrogen bonds are shown as dashed lines. H atoms not involved in hydrogen bonding have been omitted.
2-Phenylethanaminium 4-hydroxybenzoate
Crystal data Absolute structure: nd
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
